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T a-TT afTT.C  a-fTT.C
TT* serum 1gG ¢ (native)
mAb ID CDR-H3 sequence day 7 (%) day0 day7 3months 9months K (nM) K, (nM) K (nid)
HD1-1*  ARNLQGHYAMDY 0.03 0.3£0.08 nd. nd.
HD1-2*  ARDSVTNLGENLNFFPY 15 0155003 1.67+0.08 0.40£0.07 &
HD1-5*  ARDTVTPLGENLNYFAH 1 AL . 055£003 1.33:0.12 0.20:0.06 X
Hoe-1*  ARGEPIRATVFGGPIPRGAWFDP 25 (DI osc:o0s nd nd.
HD2-7 ARLHPTCASTRCPENYGMDVY 04 18136 n.d. nd. ' I
HD2-8 ARARNYGFPHFFDF 0.04 05£0.01 nd. nd.
HD2-21  ARGEDCVGGSCYSAD 08 01£0008  nd. nd
HD2-26  ARDYFHSGSQYFFDY 1 06£0.03 n.d. nd.
HD2-49  ARGVVPAGIPFDF 005 32£05 0312003 3121032
HD2-54.1  AKAPIGPKYYFYMDV 02 180,04 nd. nd.
HD2-54.2  AKAPHIGPKHYFYMDY 02 09+0.03 n.d. nd
HD2-88  ARKGMGHYFDF 09 28+£03 07013 250£027
HD2-89  GKSYDYIRENLDS 03 22649 0441003 8.21:081
HD2-PB1 AKDRVRVVQAATTLDF & 3.7£05 nd. nd.
HD2-PB2 ARKPRFYYDTSAWFEF 02 164005 n.d. nd
*pairing of V2V, derived from 96-well ELISA screening of V, shuffle libraries.
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